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<210> 1 
<211> 2629 
<212> DNA 

<213> Xanthomonas campestris pathovar campestris 
<400> 1 

tttcagcggt gataccggtt ccatcggaca cgtaaaacac cggccggatt gttgacatcg 60 

actccacctc tttgaactag tgtccaaaac ttacgggttc atgcttgtgc aggctccgct 120 

gtgcactgca tcatagcggc ttcttcctac ggtcgcggcc attcagcccg ctcgggcgat 180 

ggccatacgg agcatcgcgc ttgaacgaga atatcctgtg gttgcatgag ctacgcctgg 240 

tcgatctggc ccgcgtaggc ggtaaaaatt cctcgctcgg cgagatgatc ggcaacctgg 3 00 

ccgggttggg cgtttcggtt cccggtggat atgcgaccac tgccgaagca ttcaaggact 3 60 

tcatcgcgca caacgatctg tcaaagcgca ttttcgacaa gctggagacg ctggacgttg 420 

aagacgtcac cgcgctcacg gtcgccggca aggagatccg cggctgggtg atcgacgccc 480 

cgctgcagcc ggagctggac cgcgacatcc gcagcgccta cgaaaaactc tgcgccgaga 540 

acggcggcgg cgaagtggcc gtggctgtgc gttcgtcggc aaccgccgaa gacctgcccg 600 

atgcctcgtt cgccggccag caggaaacct tcctcaatgt gaccggcgcc gacgacgtgg 660 

tgcacaaggt caaggaagta ttcgccagcc tctacaacga ccgcgcgatt gcctaccgcg 72 0 

tgcaccacgg cttcaagcac gaagatgtgt tcctgtcggc cggcgtgcag ttgatggtgc 7 80 

gctccggcgt gggttcgtcc ggcgtgttgt tcaccctgga caccgagtcc ggcttccgcg 840 

acgtggtgtt cgtcacctcc agcttcggcc tgggcgaaat ggtcgtgcaa ggcgcggtca 900 

atccggacga gttctacgtc tacaagccca cgctcactgc gggcaagccg gcaatcctgc 960 

gccgctcgct cggcagcaag gcaatccgca tggtgtattc ggatgtgccc ggtgaacgcg 102 0 

tgcgcatcga agacacgccg gtggagttgc gcaacacttt ctcgatcagc gacgaagatg 1080 

tgcaggagct ctccaagcag gcgctggtga tcgaaaagca ttacggccgc ccgatggata 1140 

tcgagtgggc caaggacggc gtgagcggca agctgttcat cgtgcaggcg cgcccggaga 12 00 

cggtgaagtc gcgcagccat gccacccaga tcgagcgttt ctcgctggaa gccaaggacg 12 6 0 

ccaagatcct ggtcgaaggc cgtgcggttg gcgccaagat cggcagcggc gtggcacgcg 13 2 0 

tggtgcgctc gctggaagac atgaatcgcg tgcaggccgg cgacgtgctg attgccgaca 1380 

tgaccgaccc cgattgggag ccggtgatga agcgtgcctc ggccatcgtc accaaccgcg 1440 

gtggccgcac ctgccacgcg gcgatcatcg cgcgcgaact gggcgtgccg gcggtggtgg 1500 

gttcgggcaa tgcgaccgac gtcatcagcg acggccagga agtcaccgtg agctgcgccg 1560 



agggcgacac cggcttcatc tatgaaggct tgctgccgtt cgagcgcacc accaccgacc 162 0 

tgggcaacat gccgcctgcc ccgctcaaga tcatgatgaa cgtggccaac ccggagcgcg 1680 

cattcgactt cggccagctg cccaacgccg gtatcggctt ggcgcgtctg gagatgatca 1740 

tcgccgcgca catcggcatc catcccaacg cactgctgga atacgacaag caggacgccg 1800 

acgtccgcaa gaagatcgac gccaagattg ccggctacgg cgacccggtg agcttctaca 1860 

tcaaccgcct ggccgaaggc atcgcgaccc tgaccgcgtc ggtggcgccg aacacggtga 1920 

tcgtgcggtt gtcggacttc aagtccaacg aatacgccaa cctgatcggt ggctcgcgtt 1980 

acgagccgca cgaagagaac ccgatgatcg gcttccgcgg cgccagccgt tatgtcgatc 2040 

cgtccttcac caaggcgttc tcgctggagt gcaaggcggt gttgaaggtg cgcaacgaga 2100 

tgggcctgga caacctctgg gtcatgattc cgttcgtgcg cacgctggag gaaggccgca 2160 

aggtgatcga ggtgttggag cagaacgggc tcaaacaagg cgagaacggg ctgaagatca 2220 

tcatgatgtg cgagctgccg tccaatgcgc tgctggccga tgagttcctg gagatcttcg 22 80 

acggcttctc gatcggctcc aacgacctga cccagctcac cctgggcctg gaccgcgatt 2340 

cctcgatcgt ggcgcacctg ttcgacgagc ggaacccggc ggtgaaaaag ctgctgtcga 2400 

tggcgatcaa gtcggcgcgg gccaagggca agtacgtggg catctgcggc caggggccgt 2460 

cggatcaccc ggaactggcc gagtggttga tgcaggaagg catcgagtcg gtgtcgctga 2520 

atcctgacac cgtggtcgat acctggctgc gcctggccaa gctcaagagc gagggctgat 2580 

gggaatggtg ggtggagtgt tggcggcggc tgcgggagcg gccgccgca 2 62 9 



<210> 2 
<211> 792 
<212> PRT 

<213> Xanthomonas campestris pathovar campestris 
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<210> 3 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Up stream primer 
<400> 3 

ggggatcctt tcagcggtga taccgg 2 6 
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<211> 26 
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<213> Artificial Sequence 
<220> 

<223> Down stream primer 



<400> 4 

ggaagctttg cggcggccgc tcccgc 
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